Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.062; wR factor = 0.159; data-to-parameter ratio = 15.3.
In the title compound, C 17 H 25 NO 2 , the morpholine ring adopts a chair conformation. The benzene ring makes a dihedral angle of 39.81 (13) with the basal plane of the morpholine group. replacement of the carboxyl OH group by the morpholine ring. Also, we have recently submitted to this journal the crystal structure of 2-(6-methoxynaphthalen-2-yl)-1-morpholinopropan-1-one (Nasirullah et al., 2012) .
Related literature
In the title compound, the benzene ring A (C5-C10) and the basal plane B (C14-C17) of the morpholine ring make a dihedral angle of 39.81 (13)°. The morpholine ring adopts a chair conformation, in which atoms N1 and O2 are at distances of -0.623 (5) Å and 0.652 (5) Å, respectively, from the basal plane B.
The crystal structure does not exhibit hydrogen bonding.
Experimental
A mixture of morpholine (0.54 g, 6.2 mmol) and ibuprofen acid chloride (0.7 g, 3.1 mmol) in 15 ml of dichloromethane was stirred at room temperature for 3 h. After completion of the reaction, the reaction mixture was filtered and the solvent was evaporated, resulting in a crude product which was purified by flash chromatography. Evaporation of solvent yielded the title compound as white crystalline needles. Yield: 84.0%.
Refinement
The H atoms were positioned geometrically and refined as riding: Csp 2 -H = 0.93 Å, Cmethyl-H = 0.96 Å, Cmethylene -H = 0.97 Å and Cmethine-H = 0.98 Å. U iso (H) = xU eq (C), where x = 1.5 for methyl H and x = 1.2 for all other H atoms. View of the title compound with displacement ellipsoids drawn at the 50% probability level. Hydrogen atoms are shown as spheres of arbitrary radius. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.17 e Å −3 Δρ min = −0.16 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0053 (13) Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Computing details

2-(4-Isobutylphenyl)-1-(morpholin-4-yl)propan-1-one
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
